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Abstract
Multiple imputation is a recommended method for handling incomplete data problems. One of the barriers to its successful use is the breakdown of the multiple imputation procedure, often due to numerical problems with the algorithms used within the imputation process. These problems frequently occur when imputation models contain large
numbers of variables, especially with the popular approach of multivariate imputation by chained equations. This
paper describes common causes of failure of the imputation procedure including perfect prediction and collinearity,
focusing on issues when using Stata software. We outline a number of strategies for addressing these issues, including
imputation of composite variables instead of individual components, introducing prior information and changing the
form of the imputation model. These strategies are illustrated using a case study based on data from the Longitudinal
Study of Australian Children.
Keywords: Auxiliary variables, Collinearity, Convergence, Missing data, Multiple imputation, Multivariate imputation
by chained equations, Multivariate normal imputation, Perfect prediction
Background
Multiple imputation (MI) is a popular method for handling missing data. The missing data are replaced with
multiple (m > 1) imputed values to produce m completed
datasets. Standard analysis methods are applied to each
of the m completed datasets, and the resulting estimates
for quantities of interest are combined using Rubin’s rules
[1].
There are many methods for generating imputed data,
most of which rely on complex algorithms [2]. There
are two predominant methods for imputing missing
data in multiple variables. The first of these, multivariate normal imputation (MVNI), assumes that variables
requiring imputation follow a joint multivariate normal
distribution [2]. MVNI is implemented using the data
augmentation (DA) algorithm, an iterative procedure
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that alternates between drawing imputed values for the
missing data and drawing values of the imputation model
parameters.
The second method is multivariate imputation by
chained equations (MICE), also known as fully conditional specification (FCS), which imputes the missing
values on a variable-by-variable basis using a series of
univariate imputation models, one for each incomplete
variable [3, 4]. The univariate models are fitted iteratively, with each variable imputed in turn, conditioning
on the completely observed variables and the most recent
imputed values of incomplete variables. The algorithm
is run multiple times in parallel to obtain m imputed
datasets [5]. When using MICE, the univariate imputation models are tailored to the variable being imputed. In
particular, generalized linear models are used to impute
non-continuous variables, using maximum likelihood
estimation (MLE) to fit these models, which also relies on
iterative algorithms [6].
Although these two MI procedures are widely available in statistical software [7], barriers to their successful implementation arise from numerical problems that
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occur within the iterative procedures, which can lead
to termination of the procedure without imputed values being generated [8–10]. We refer to these issues as
“numerical problems”, “failure” or “breakdown” of the MI
algorithms. We avoid the term “model non-convergence”
to avoid ambiguity with other types of convergence, particularly the stabilization of iterative procedures to their
target distribution. Guidance on assessing the convergence of MI algorithms may be found elsewhere [2, 5].
The aim of this paper is to describe common causes of
numerical problems in MI, and to provide practical guidance for handling such problems based on recommendations from the literature and our experience as users of
MI. In the next section, we motivate this work with an
example from the Longitudinal Study of Australian Children. We then describe perfect prediction and collinearity, two key issues that can lead to failure of the MI
procedure. Finally, we present some strategies for diagnosing and overcoming these issues, which we illustrate
in a case study. This paper focuses on numerical problems encountered using Stata software, and we provide
Stata code as Additional file2.

Example: Longitudinal Study of Australian
Children
For illustrative motivation we use data from the Longitudinal Study of Australian Children (LSAC) Kindergarten cohort, consisting of 4983 children aged 4–5 years
recruited in 2004 [11]. Our analysis examined the
association between body mass index (BMI) Z-score
at 4–5 years of age and health related quality of life
(HRQoL) problems at 8–9 years, adopting a simplified
version of a published analysis [12].
Analysis model

The analysis model was a logistic regression of HRQoL
problems on BMI Z-scores with adjustment for potential
confounders. HRQoL was measured using the PedsQL, a
23 item-scale that asked parents about the frequency of
their child’s health-related problems. Responses ranged
from 1 to 5, and were reverse scored as follows: 1 = 100,
2 = 75, 3 = 50, 4 = 25, and 5 = 0. The items were averaged to produce a total score (range 0–100), which was
dichotomized (at 1 standard deviation above the population mean) to produce a binary variable [13]. The exposure of interest was BMI Z-score, which was derived
using direct measurements of weight and height, and
standardized by age and sex. The covariates in the logistic regression model were mother’s education, maternal
language, child’s indigenous status, child sex, child age
in months, mother’s work, neighborhood disadvantage,
mother’s psychological distress and child mental health
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(see Additional file 1: Supplementary Table 1 for further
details).
Missing data

Twenty-four percent (1180/4983) of participants were
missing all HRQoL items, while 7% (325/4983) were
missing individual items. Only 3039 (61%) participants
had completely observed data for all variables required
for the analysis. Those with completely observed data
were more likely to have English as their main language
(90% vs. 81%), were less likely to be indigenous (2% vs.
6%) or be in a sole-parent household (11% vs. 20%), and
their mothers had higher rates of school completion (64%
vs. 51%) compared with those with incomplete data.
Imputation model

Having decided to use MI to handle the missing values,
all variables in the analysis were included in the imputation model [14, 15]. We imputed the individual HRQoL
items and used these to derive the binary outcome variable. We also included HRQoL measurements from
earlier waves in the imputation model as they were correlated with the incomplete outcome. In total there were 54
variables in the imputation model: 23 individual HRQoL
items (used to derive the outcome variable), 10 covariates from the analysis model and 21 HRQoL items from
an earlier wave included as auxiliary variables. MI was
initially implemented using MICE in Stata 15 [16], with
linear regression for imputation of continuous variables,
logistic regression for binary variables and ordinal logistic regression for the HRQoL items. However, the MICE
procedure failed and no imputed values were generated.

What are common causes of numerical problems
with imputation algorithms?
In this section, we describe perfect prediction and collinearity, two of the main problems that lead to numerical
problems with MI.
Perfect prediction

When fitting generalized linear models to categorical
data, a common cause of numerical problems is perfect prediction [17, 18]. Perfect prediction can occur if
a covariate (or combination of covariates) completely
discriminates the outcome categories. If this is the case,
maximum likelihood estimates may not exist (or lie on
the boundary of the parameter space), leading to numerical issues when fitting the imputation model.
To illustrate the issue of perfect prediction, consider
the simple missing data example shown in Table 1.
This dataset consists of a binary variable Y, and an
unordered categorical variable X. There are missing
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Table 1 Cross-tabulation of two simulated variables Y (binary)
and X (categorical)
Y

X

Total

0

1

2

Missing

0

25

17

2

6

50

1

6

4

0

1

11

Missing

5

2

1

1

9

Total

36

23

3

8

70

Challenges to MI algorithms: the large model problem

Table 2 Correlation matrix of simulated variables Y, V1, V2, V3
and V4
Y

V1

Y

1

V1

− 0.09

V2
V3
V4

V2

V3

0.94
0.92

0.92

1

− 0.18

0.89

0.93

0.96

− 0.18

V4

1

− 0.02

procedure failed without producing any imputed data
and the software issued a message that there were “collinear imputation (dependent) variables detected”.

1
1

values in both variables, with observed data for both
variables in 54/70 (77%) of cases. When we try to
impute the missing values in Stata [16] using MICE
(with logistic regression to impute Y and multinomial
logistic regression to impute X), the imputation procedure fails and Stata produces the message: “variables
that perfectly predict an outcome were detected when
logit executed on the observed data”. A logistic regression of Y on X leads to problems with perfect prediction, because all cases with X = 2 have the outcome
Y = 0.
Collinearity

Collinearity occurs when covariates in the imputation
model are highly correlated, leading to difficulties in
estimating separate effects for each of the correlated
covariates, which manifest in unstable estimates with
inflated variances [19], and which can in some cases
lead to failure of iterative estimation algorithms.
To illustrate the issue of collinearity, we simulated a
dataset (n = 120) with a binary outcome variable (Y)
and four variables measured on a 5-point Likert scale
(V1–V4). V1–V4 were designed to be highly correlated
(Table 2) in order to produce numerical problems due
to collinearity. There was 10% missing data in each of
V1–V4, which we attempted to impute using MVNI
in Stata (where the ordinal variables were each represented by four indicator variables [20]). The MVNI

Problems such as collinearity and perfect prediction are
more likely to occur when imputation models contain
large numbers of variables (meaning many parameters
to estimate) relative to the number of observations.
In particular, collinearity can occur when imputing
repeated measures of a variable, as this can lead to
large imputation models with several highly correlated
variables. The probability of perfect prediction also
increases as sample size decreases, as the number of
dichotomous covariates increases, and the balance of
the dichotomous covariates decreases [17].
Although the two toy examples described in the previous sections are simplifications of real data problems,
such issues are not uncommon in practice. If following
MI guidelines, imputation models should include all
variables that appear in subsequent analyses, to ensure
that relationships of interest are preserved in the
imputed data [14]. The model will also include auxiliary
variables that are not of substantive interest, e.g. variables that are correlated with the incomplete variables
(such as repeated measures) are included to improve
the precision of MI estimates [14, 21]. If MI users adopt
an “inclusive” variable selection strategy to avoid the
omission of important auxiliary variables [21], then
imputation models will contain many more variables
than those used for substantive analyses. Given the
size and complexity of typical imputation models, it is
unsurprising that imputation procedures commonly
fail.
Exploring reasons for the breakdown of the imputation
procedure

A useful initial step when imputation procedures fail is
to explore the data to investigate possible reasons for
the breakdown. Table 3 provides a number of strategies
that can be used to investigate and diagnose problems
with imputation models.

Strategies for handling breakdown
of the imputation procedure
After exploring reasons for imputation model breakdown, a number of strategies can be attempted to overcome these issues, which we outline below, noting that
individual strategies may be more or less useful for a
particular problem. Although we have suggested possible modifications to the imputation model, it is important to ensure that the model remains sensible. For
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Table 3 Strategies for exploring reasons for failed imputation procedures
Strategy

Problem identified

Remove variables from the imputation model in turn

If the model runs successfully after omitting a particular variable, this might
provide some insight into which variable(s) is causing the problem

Create cross-tabulations of categorical variables in the imputation model
(such as that shown in Table 1)

Look for sparse or empty cells as these may be causing perfect prediction.
It may be necessary to explore patterns across > 2 variables, as perfect
prediction can occur for strata produced by combinations of multiple
variables

Explore correlations between variables

This can help identify possible sources of collinearity

Examine any output the software produces prior to breakdown of the MI
procedure e.g. interim estimates of model parameters

Look for signs of collinearity such as large standard errors and unstable
coefficients across iterations. Omission of variables from a model might
also signal perfect prediction or collinearity. If the imputation procedure
iterates for a substantial amount of time, it might be advisable to run a
small number of iterations in order to obtain some output

For problems with MICE, the univariate imputation models can be tested
outside the MICE framework by fitting models to observed data (i.e.
complete cases)

Check whether the software removes any variables or issues warnings
when fitting the univariate models (as these error messages might
provide information that is not provided after imputation model failure).
When fitting the univariate models, it is also possible to use additional
diagnostics such as the variance inflation factor, which provides an indication of whether standard errors are inflated due to collinearity [22]

example, variables in the substantive analysis should
always be retained in the imputation model. It is also
important to consider compatibility, i.e. that the imputation model incorporates the same relationships as the
analysis model [23, 24]. Further information on imputation model building is available in the literature [5, 10,
14].
Reduce the number of auxiliary variables in the imputation
model

It may be helpful to reduce the size of the imputation
model by removing non-essential auxiliary variables,
particularly if:
• They have large amounts of missing data, particularly if auxiliary variables are missing for the subgroup of incomplete cases [5, 25].
• They are not associated with the incomplete variables. If there is a main variable being imputed, one
rule of thumb is to include an auxiliary variable if
its correlation with the main variable is ≥0.5 (in
absolute value) [25].
• They are highly correlated with other auxiliary variables. In this case, there might not be added gain in
including both/all of the auxiliary variables.
We note, however, that removing auxiliary variables
from the imputation model is not necessarily desirable.
An alternative to removing variables is to use a dimension reduction technique. For example, Howard et al.

[26] suggest performing principal components analysis
of the auxiliary variables, and including a small number
of components in the imputation model instead of the
original variables.
Impute composite variables instead of individual
components

When working with multi-item scales (e.g., HRQoL),
where a total score is derived from multiple items, imputation models can become very large if imputing the
individual items. If the scales are being used as auxiliary
variables, the imputation model can be simplified by
including the total scores or subscale scores rather than
the individual items [27, 28].
If the total score is the variable of interest (rather than
auxiliary variables), then it is also possible to impute
the total score directly rather than the individual items.
However, recommendations regarding item- and totallevel imputation are unclear. Simulation studies have
found that imputing total scores directly can produce less
precise estimates compared to imputing the individual
items, although the two approaches have been found to
have similar performance with respect to bias [29, 30].
Rombach et al.[8] reported more problems with model
breakdown when imputing at the item level and superior
performance of total-level imputation with smaller sample sizes (< 200). In terms of compatibility of the analysis and imputation models, it may be favorable to impute
variables in the same form as they will appear in subsequent analysis.
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Reduce problems with perfect prediction

If imputing categorical variables with > 2 categories, one
simple approach for handling sparsity is to collapse categories to produce larger cell sizes. This strategy may only
apply in situations where collapsing categories is sensible
from a substantive perspective, and the original categorization is not required for subsequent analyses.
White et al. [9] proposed a method that augments the
dataset with additional “pseudo-observations” to prevent
the outcome from being perfectly predicted. This augmentation procedure has been incorporated into the MI
functions of popular statistical packages including Stata,
R and SAS [3, 16, 31]. White et al. [9] also outline a number of alternative imputation approaches (e.g., bootstrap
and penalised regression methods) that can avoid perfect prediction; however, these approaches may not be as
convenient as the augmented data procedure. We note,
however, that no imputation approach can recover information on rare categories and that this may be a limitation of the data at hand.
Introduce prior information

The augmented data approach can be regarded as an
informal Bayesian method, in that it introduces additional “prior” information to stabilize estimation. More
formal Bayesian approaches can also assist in the stabilization of MI algorithms. For example, when using MVNI,
covariance matrices may be unreliably estimated with
large amounts of missing data or highly correlated variables [2]. A recommended approach for handling these
problems is to specify a ridge prior distribution within
the DA algorithm, which shrinks estimated correlations
between variables towards zero, which can ameliorate
problems with numerical instability [2, 16, 32]. Similarly, for problems with perfect prediction, an explicitly
Bayesian imputation method with a weakly informative
prior distribution may be used (e.g., Student t prior distributions on regression coefficients of generalised linear
models, which has been implemented in R) [5, 9, 33, 34].
Change the functional form of the imputation model

Changing the form of the imputation model may also
ameliorate numerical problems. For example, if problems
occur with MICE, one could change to MVNI. MVNI is
generally more robust to numerical problems than MICE
as it jointly estimates the mean vector and covariance
matrix of the imputation model, compared to a MICE
procedure comprising numerous univariate models.
Within MICE, if there are numerical problems using
ordinal logistic regression to impute an ordered categorical variable (e.g., due to perfect prediction), an alternative
would be to change the form of the imputation model to
a linear regression. Another option is to impute using
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predictive mean matching (PMM) [35]. PMM replaces
each missing value with observed values that are borrowed from donors with similar predicted values from
a linear regression model. Alternatively, there are imputation methods that assume an underlying continuous
latent distribution for categorical variables (which can
implemented, for example, using the “jomo” package in
R software) [36, 37]. These alternative approaches may be
more robust to issues with sparseness of categorical variables compared with logistic regression approaches.
Impute longitudinal data using specialized methods
for longitudinal data

Imputation procedures often fail when imputing longitudinal data, particularly when imputing in “wide” format,
where there is one row for each individual, and repeated
measurements are treated as separate variables. To
reduce the size of the imputation model when imputing
in wide format using MICE, it is possible to use “two-fold
FCS”. Under this method, a variable at one time-point is
imputed conditional only on information from the same
time-point and adjacent time-points, thereby reducing the number of variables in each univariate model
within MICE [38, 39]. One could also use a more tailored
approach for imputing longitudinal data, such as imputing the data in “long” format (where each longitudinal
variable is represented by a single variable, with one row
for each repeated measurement) using a multilevel imputation model [37, 40, 41]. For an overview of multiple
imputation methods for longitudinal data, we refer to
Huque et al. [42].

Application of strategies to the case study
Our case study had a number of challenges that led to
numerical problems: multiple correlated items from multiple waves that were being imputed as ordinal categorical
variables. We applied several of the strategies described
above to the LSAC example, either alone or in combination (see in Additional file 1: Supplementary Table 2).
We overcame imputation model breakdown by imputing the binary HRQoL outcome variable directly within
MICE, or by imputing the continuous total score using
MVNI (and rounding the imputed values for analysis).
We were also able to impute the individual HRQoL items
using either linear regression or PMM univariate models
within MICE (instead of ordinal logistic regression), or
by imputing the items using MVNI. Figure 1 shows the
estimates for the log-odds ratio of interest for these five
approaches. There was some variability in the estimates
of the odds ratios, but the overall conclusion was similar,
with the odds of HRQoL problems increasing by around
15% per unit of BMI Z-score.
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Fig. 1 Results of five imputation approaches applied to data from the Longitudinal Study of Australian Children. Results shown are log-odds ratios
and 95% confidence intervals for the association between BMI z-score and poor health related quality of life. The five imputation approaches
correspond to the scenarios with a “Yes” in the “Successful?” column in Additional file 1: Supplementary Table 2, i.e. strategies 2, 3, 8, 9 and 11
respectively. MICE, multivariate imputation by chained equations; MVNI, multivariate normal imputation

Conclusions
In this paper, we described common problems that lead
to breakdown of imputation algorithms. We also outlined methods for diagnosing the cause of imputation
model failure, as well as strategies for overcoming the
underlying issues. We demonstrated how these strategies were used to overcome numerical problems in a
case study. Although we were able to successfully generate imputations in our case study using a number of the
strategies outlined, a limitation with a real data analysis
is that it is difficult to know which imputation method
is likely to produce the most valid results. In practice it
may be useful to perform sensitivity analyses by using a
few imputation strategies and examining the robustness
of the results as we have done here. A further limitation is that we have focused predominantly on numerical issues encountered when using MI in Stata software,
although the issues would be similar in other packages.
Some trade-offs are likely to arise when applying the
suggested strategies for alleviating numerical problems.
For example, removing auxiliary variables or imputing
the total scores may enable the imputation model to
run, but this might be at the expense of precision of the

estimates. In addition, although we have suggested possible modifications to imputation models, we emphasize
the importance of considering whether these modifications are sensible [5, 10, 14]. In particular, it is important that the imputation remains compatible with the
analysis model. Finally, we recommend that MI users
check that iterative imputation procedures have converged/stabilized [2], and also check imputation models
as far as possible to ensure that imputed values and the
resulting inference(s) are sensible [43, 44].
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Australian Children; MI: Multiple imputation; MICE: Multivariate imputation by
chained equations; MLE: Maximum likelihood estimation; MVNI: Multivariate
normal imputation.

Supplementary Information
The online version contains supplementary material available at https://doi.
org/10.1186/s12982-021-00095-3.
Additional file 1: Supplementary Table 1. Description of variables
to be included in analysis model applied to data from the Longitudinal

Nguyen et al. Emerg Themes Epidemiol

(2021) 18:5

Study of Australian Children (n = 4983). Supplementary Table 2. Model
specifications for 11 imputation approaches applied to the data from the
Longitudinal Study of Australian Children.
Additional file 2. Stata syntax for analyses of data from the Longitudinal
Study of Australian Children.

Page 7 of 8

3.
4.
5.
6.

Acknowledgements
This article uses unit record data from Growing Up in Australia, the Longitudinal Study of Australian Children. The study is conducted in partnership
between the Australian Government Department of Social Services (DSS);
the Australian Institute of Family Studies (AIFS); and the Australian Bureau of
Statistics (ABS). The findings and views reported are those of the authors and
should not be attributed to DSS, AIFS or the ABS.
Authors’ contributions
All authors participated in the planning of the manuscript and interpretation
of the results. CDN performed the analyses and wrote the first draft of the
paper. All authors read and approved the final manuscript.
Funding
This work was supported by funding from the National Health and Medical
Research Council: Career Development Fellowship ID 1120571 (KJL), Project
Grant ID 1127984 (KJL, JBC), Project Grant ID 1166023 (KJL, JBC, CDN) and
a Centre of Research Excellence Grant ID 1035261 (JBC), which funded the
Victorian Centre for Biostatistics (ViCBiostat). The funders had no role in study
design, data collection, data analysis, data interpretation, or writing of the
manuscript.
Availability of data and materials
The authors are not authorised to share the data, but access to data can be
requested at https://dataverse.ada.edu.au/dataverse/ncld. Stata code for
analyses in this paper have been made available as Additional file2.

7.
8.

9.
10.

11.
12.
13.
14.
15.

Declarations
Ethics approval and consent to participate
The Longitudinal Study of Australian Children (Growing up in Australia) has
been provided ethical clearance by the Australian Institute of Family Studies
Ethics Committee. The authors are approved users of the LSAC data, and
were granted access to the data through the Murdoch Children’s Research
Institute’s Organisational Deed of License. Written informed consent was
obtained from the caregiver on behalf of each of the study children, as the
children were minors at the time of data collection. The signed consent forms
are retained by the field agency (Australian Bureau of Statistics).

16.
17.
18.
19.
20.

Consent for publication
Not applicable.

21.

Competing interests
The authors declare that they have no competing interests.

22.

Author details
1
Clinical Epidemiology and Biostatistics Unit, Murdoch Children’s Research
Institute, The Royal Children’s Hospital, Flemington Road, Parkville, Victoria
3052, Australia. 2 Department of Paediatrics, Faculty of Medicine, Dentistry
and Health Sciences, University of Melbourne, The Royal Children’s Hospital,
Flemington Road, Parkville, Victoria 3052, Australia.

23.

Received: 18 June 2020 Accepted: 20 March 2021

24.

25.
26.
27.

References
1. Rubin DB. Multiple imputation for nonresponse in surveys. New York:
Wiley; 1987.
2. Schafer JL. Analysis of incomplete multivariate data. London: Chapman &
Hall; 1997.

28.

Van Buuren S, Groothuis-Oudshoorn K. mice: multivariate imputation by
chained equations in R. J Stat Softw. 2011;45:1–67.
Raghunathan TE, Lepkowski JM, Van Hoewyk J, Solenberger P. A multivariate technique for multiply imputing missing values using a sequence of
regression models. Surv Pract. 2001;27:85–96.
van Buuren S. Flexible imputation of missing data. Boca Raton: CRC Press;
2012.
Millar RB. Maximum likelihood estimation and inference: with examples
in R, SAS and ADMB. Hoboken: Wiley; 2011.
Hayati Rezvan P, Lee KJ, Simpson JA. The rise of multiple imputation: a
review of the reporting and implementation of the method in medical
research. BMC Med Res Methodol. 2015;15:30.
Rombach I, Gray AM, Jenkinson C, Murray DW, Rivero-Arias O. Multiple
imputation for patient reported outcome measures in randomised
controlled trials: advantages and disadvantages of imputing at the item,
subscale or composite score level. BMC Med Res Methodol. 2018;18:87.
White IR, Daniel R, Royston P. Avoiding bias due to perfect prediction in
multiple imputation of incomplete categorical variables. Comput Stat
Data Anal. 2010;54:2267–75.
Lee K, Roberts G, Doyle L, Anderson P, Carlin J. Multiple imputation for
missing data in a longitudinal cohort study: a tutorial based on a detailed
case study involving imputation of missing outcome data. Int J Soc Res
Methodol. 2016;19:575–91.
Nicholson J, Sanson A, Ungerer J, Wilson K, Zubrick S. Introducing the
longitudinal study of Australian children—LSAC Discussion Paper No.1.
Australian Institute of Family Studies. 2002.
Sawyer MG, Harchak T, Wake M, Lynch J. Four-year prospective study
of BMI and mental health problems in young children. Pediatrics.
2011;128:677.
Varni JW, Burwinkle TM, Seid M, Skarr D. The PedsQLTM 4.0 as a pediatric
population health measure: feasibility, reliability, and validity. Ambul
Pediatr. 2003;3:329–41.
White IR, Royston P, Wood AM. Multiple imputation using chained equations: issues and guidance for practice. Stat Med. 2011;30:377–99.
Sterne JAC, White IR, Carlin JB, Spratt M, Royston P, Kenward MG, Wood
AM, Carpenter JR. Multiple imputation for missing data in epidemiological and clinical research: potential and pitfalls. BMJ. 2009;338:b2393.
StataCorp. Stata Statistical Software: Release 15. College Station: StataCorp LP. 2017.
Heinze G, Schemper M. A solution to the problem of separation in logistic
regression. Stat Med. 2002;21:2409–19.
Hosmer DW Jr, Lemeshow S, Sturdivant RX. Applied logistic regression.
Hoboken, NJ: Wiley; 2013.
Midi H, Sarkar SK, Rana S. Collinearity diagnostics of binary logistic regression model. J Interdiscip Math. 2010;13:253–67.
Lee KJ, Galati JC, Simpson JA, Carlin JB. Comparison of methods for
imputing ordinal data using multivariate normal imputation: a case study
of non-linear effects in a large cohort study. Stat Med. 2012;31:4164–74.
Collins LM, Schafer JL, Kam CM. A comparison of inclusive and restrictive strategies in modern missing data procedures. Psychol Methods.
2001;6:330–51.
Kleinbaum D, Kupper L, Nizam A, Rosenberg E. Applied regression analysis and other multivariable methods. Boston, MA : Cengage Learning,
2013.
Meng X-L. Multiple-imputation inferences with uncongenial sources of
input. Stat Sci. 1994;9:538–58.
Bartlett JW, Seaman SR, White IR, Carpenter JR. Multiple imputation
of covariates by fully conditional specification: accommodating the
substantive model. Stat Methods Med Res. 2014. https://doi.org/10.1177/
0962280214521348.
Graham JW. Missing data: analysis and design. New York: Springer; 2012.
Howard WJ, Rhemtulla M, Little TD. Using principal components as
auxiliary variables in missing data estimation. Multivar Behav Res.
2015;50:285–99.
Plumpton CO, Morris T, Hughes DA, White IR. Multiple imputation of
multiple multi-item scales when a full imputation model is infeasible.
BMC Res Notes. 2016;9:45.
Bell ML, Fairclough DL, Fiero MH, Butow PN. Handling missing items in
the hospital anxiety and depression scale (HADS): a simulation study.
BMC Res Notes. 2016;9:479.

Nguyen et al. Emerg Themes Epidemiol

(2021) 18:5

29. Eekhout I, de Vet HCW, Twisk JWR, Brand JPL, de Boer MR, Heymans MW.
Missing data in a multi-item instrument were best handled by multiple
imputation at the item score level. J Clin Epidemiol. 2014;67:335–42.
30. Gottschall AC, West SG, Enders CK. A Comparison of item-level and scalelevel multiple imputation for questionnaire batteries. Multivar Behav Res.
2012;47:1–25.
31. SAS Institute Inc. SAS/STAT®15.1 User’s Guide. Cary: SAS Institute Inc;
2018.
32. Honaker J, King G, Blackwell M. Amelia II: a program for missing data. J
Stat Softw. 2011;45:1–47.
33. Su YS, Gelman A, Hill J, Yajima M. Multiple imputation with diagnostics
(mi) in R: opening windows into the black box. J Stat Softw. 2011;45:1–31.
34. Gelman A, Jakulin A, Pittau MG, Su Y-S. A weakly informative default prior
distribution for logistic and other regression models. Ann Appl Stat.
2008;2:1360–83.
35. Morris TP, White IR, Royston P. Tuning multiple imputation by predictive mean matching and local residual draws. BMC Med Res Methodol.
2014;14:75.
36. Wu W, Jia F, Enders C. A comparison of imputation strategies for
ordinal missing data on likert scale variables. Multivar Behav Res.
2015;50:484–503.
37. Quartagno M, Carpenter J. jomo: a package for multilevel joint modelling
multiple imputation. https://cran.r-project.org/web/packages/jomo/
index.html. 2018. Accessed 22 Mar 2021.

Page 8 of 8

38. Nevalainen J, Kenward MG, Virtanen SM. Missing values in longitudinal
dietary data: a multiple imputation approach based on a fully conditional
specification. Stat Med. 2009;28:3657–69.
39. Welch C, Bartlett J, Petersen I. Application of multiple imputation using
the two-fold fully conditional specification algorithm in longitudinal clinical data. Stand Genomic Sci. 2014;14:418–31.
40. Audigier V, Resche-Rigon M. micemd: multiple imputation by chained
equations with multilevel data. https://CRAN.R-project.org/package=
micemd. 2018. Accessed 22 Mar 2021.
41. Carpenter JR, Kenward MG. Multiple imputation and its application.
Chichester: Wiley, 2013.
42. Huque MH, Carlin JB, Simpson JA, Lee KJ. A comparison of multiple
imputation methods for missing data in longitudinal studies. BMC Med
Res Methodol. 2018;18:168.
43. Nguyen CD, Carlin JB, Lee KJ. Model checking in multiple imputation: an
overview and case study. Emerg Themes Epidemiol. 2017;14:8.
44. Abayomi K, Gelman A, Levy M. Diagnostics for multivariate imputations. J
Royal Stat Soc Ser C Appl Stat. 2008;57:273–91.

Publisher’s Note

Springer Nature remains neutral with regard to jurisdictional claims in published maps and institutional affiliations.

Ready to submit your research ? Choose BMC and benefit from:

• fast, convenient online submission
• thorough peer review by experienced researchers in your field
• rapid publication on acceptance
• support for research data, including large and complex data types
• gold Open Access which fosters wider collaboration and increased citations
• maximum visibility for your research: over 100M website views per year
At BMC, research is always in progress.
Learn more biomedcentral.com/submissions

